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Research interests

G protein coupled receptors (GPCRs) represent the largest gene family in the human genome and the largest class of
drug targets. My research is focused on the study of the structure and function of these important membrane receptors
through molecular modeling, molecular dynamics simulations studies and also by using different experimental approaches
which include biochemical and pharmacological assays to characterize some members of this super family of proteins.
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J. A. & Correa-Basurto, J., 3 Oct 2017, In: Journal of Biomolecular Structure and Dynamics. 35, 13, p. 2794-2814 21 p.
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HDACS6 inhibitor with anti-proliferative activity on cervix cancer and leukemia cells

Alberto, R. F. R., Yudibeth, S. L., Jonathan, F. V. M., Raul, F. M., Cristina, C. P. L., Ismael, V. M., Cecilia, R. H. M., Bello,
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2, p. 207-223 17 p.
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, 789741.
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